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<210> 1 

<211> 865 

<212> DNA 

<213> Homo sapiens 



<400> 1 

tttgtggagg 
ctggaggtgc 
gtacggggac 
gcccatgctc 
cgctgggggc 
gaggtgctgc 
ggggccacca 
agtgtccagc 
aagagt cage 
accagcacat 
gggectgagg 
ggagcctggg 
gttgt agacL 
tttattattt 
aaaaaaaaaa 



gcagcagaga 
cctgctcaca 
tggtcttgea 
ctgtgacact 
agaagaaact 
tcct gttcca 
gcatgaacca 
tctactgtgt 
cactccccag 
cagggectgg 
gaaggcacaa 
atatggctcc 
aacaaagata 
atttatttgt 
aaaaaaaaaa 



gtacccagct 
tgctcttccc 
agagecgaag 
cagggcctcc 
gatctcagcc 
ggagggaggg 
gcaggccctg 
ccactcctga 
ggccccactc 
ttcacctctg 
gagtgcaaag 
atctgccttc 
ctccaaaata 
ggtcaaataa 
aaaaa 



ggacat cct t 
cagggtctct 
cattttactg 
ttegcagaca 
cccttcctct 
ctgaagctgg 
gagcagc t gc 
aggatggttc 
tcctcccctc 
gggtcacgag 
gttcctcgaa 
agggcctgga 
caatggctta 
ataaataagg 



tectgetgat 
cgcctgggca 
tgagectgag 
gaactctggc 
tttaccccca 
cgctcaatgg 
gggagct ccg 
caggaaatac 
attaaaccat 
actgagtcta 
ctctgcacct 
ctgeact cac 
aagaatgtgg 
ttatttattt 



gagccccagg 
ggtcatcata 
ggaccaggct 
ctggatctcc 
gagattcttt 
gcaggggctg 
gatcag tgga 

cgcagaaaac 
ccacctgaac 
caggagcttt 
tcctccacca 
agaggcaagt 
tcatttattc 
aaaaaaaaaa 
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<210> 2 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ser Pro Arg Leu Glu Val Pro Cys Ser His Ala Leu Pro Gin Gly 
15 10 15 

Leu Ser Pro Gly Gin Val He He Val Arg Gly Leu Val Leu Gin Glu 

20 25 30 

Pro Lys His Phe Thr Val Ser Leu Arg Asp Gin Ala Ala His Ala Pro 
35 40 45 

_ Val Thr Leu Arg Ala Ser Phe Ala Asp Arg Thr Leu Ala Trp He Ser 

50 55 60 

Q Arg Trp Gly Gin Lys Lys Leu He Ser Ala Pro Phe Leu Phe Tyr Pro 

tfi 65 7 0 7 5 8 0 

2 

Gin Arg Phe Phe Glu Val Leu Leu Leu Phe Gin Glu Gly Gly Leu Lys 
85 90 95 

SJ Leu Ala Leu Asn Gly Gin Gly Leu Gly Ala Thr Ser Met Asn Gin Gin 

O 100 105 110 

^ Ala Leu Glu Gin Leu Arg Glu Leu Arg He Ser Gly Ser Val Gin Leu 

*** 115 120 125 

Tyr Cys Val His Ser 
130 



<210> 3 
<211> 145 
<212> PRT 

<213> Rattus norvegicus 
<400> 3 

Met Ser Ser Phe Ser Thr Gin Thr Pro Tyr Pro Asn Leu Ala Val Pro 
1 5 10 15 

Phe Phe Thr Ser He Pro Asn Gly Leu Tyr Pro Ser Lys Ser He Val 
20 25 30 

He Ser Gly Val Val Leu Ser Asp Ala Lys Arg Phe Gin He Asn Leu 



2 



# • 



n 



35 40 45 

Arg Cys Gly Gly Asp lie Ala Phe His Leu Asn Pro Arg Phe Asp Glu 
50 55 . 60 

Asn Ala Val Val Arg Asn Thr Gin lie Asn Asn Ser Trp Gly Pro Glu 
65 70 75 80 

Glu Arg Ser Leu Pro Gly Ser Met Pro Phe Ser Arg Gly Gin Arg Phe 
85 90 95 

Ser Val Trp lie Leu Cys Glu Gly His Cys Phe Lys Val Ala Val Asp 
100 105 110 

Gly Gin His lie Cys Glu Tyr Ser His Arg Leu Met Asn Leu Pro Asp 
115 120 125 

lie Asn Thr Leu Glu Val Ala Gly Asp lie Gin Leu Thr His Val Glu 
130 135 140 

Thr 
145 



Q . <210> 4 

SJ <211> 318 

O <212> PRT 

y= <213> Homo sapiens 

m 



<400> 4 

Met Met Leu Ser Leu Asn Asn Leu Gin Asn lie lie Tyr Asn Pro Val 
15 10 15 

lie Pro Phe Val Gly Thr lie Pro Asp Gin Leu Asp Pro Gly s Thr Leu 
20 25 30 

lie Val lie Arg Gly His Val Pro Ser Asp Ala Asp Arg Phe Gin Val 
35 40 45 

Asp Leu Gin Asn Gly Ser Ser Met Lys Pro Arg Ala Asp Val Ala Phe 
50 55 60 

His Phe Asn Pro Arg Phe Lys Arg Ala Gly Cys lie Val Cys Asn Thr 
65 70 75 80 

Leu lie Asn Glu Lys Trp Gly Arg Glu Glu lie Thr Tyr Asp Thr Pro 
85 90 95 



3 



Phe Gin Lys Glu Lys Lys Ser Phe Glu lie Val lie Met Val Leu Lys 
100 105 110 

Ala Lys Phe Gin Val Ala Val Asn Gly Lys His Thr Leu Leu Tyr Gly 
115 120 125 

His Arg lie Gly Pro Glu Lys lie Asp Thr Leu Gly lie Tyr Gly Lys 
130 135 140 

Val Asn lie His Ser lie Gly Phe Ser Phe Ser Ser Asp Leu Gin Ser 
145 150 155 160 

Thr Gin Ala Ser Ser Leu Glu Leu Thr Glu lie Ser Arg Glu Asn Val 
165 170 175 

Pro Lys Ser Gly Thr Pro Gin Leu Arg Leu Pro Phe Ala Ala Arg Leu 
180 185 190 . 

Asn Thr Pro Met Gly Pro Gly Arg Thr Val Val Val Lys Gly Glu Val 
195 200 205 

Asn Ala Asn Ala Lys Ser Phe Asn Val Asp Leu Leu Ala Gly Lys Ser 
210 215 220 



== 



Lys Asp lie Ala Leu His Leu Asn Pro Arg Leu Asn lie Lys Ala Phe 
225 230 235 240 



Val Arg Asn Ser Phe Leu Gin Glu Ser Trp Gly Glu Glu Glu Arg Asn 
245 250 255 

lie Thr Ser Phe Pro Phe Ser Pro Gly Met Tyr Phe Glu Met lie lie 
260 265 270 

Tyr Cys Asp Val Arg Glu Phe Lys Val Ala Val Asn Gly Val His Ser 
275 280 285 

Leu Glu Tyr Lys His Arg Phe Lys Glu Leu Ser Ser lie Asp Thr Leu 
290 295 300 



Glu lie Asn Gly Asp lie His Leu Leu Glu Val Arg Ser Trp 
305 310 315 



<210> 5 

<211> 30 

<212> DNA 

<213> Homo sapiens 



4 



<400> 5 

cgcccatgga tgagccccag gctggaggtg 

<210> 6 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 6 

cgcaagcttt caggagtgga cacagtag 

<210> 7 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 7 

cgccccgggg cctatgagcc ccaggctgga gg 

<210> 8 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 8 

cgcggtacct caggagtgga cacagtag 



ffi <210> 9 

%D <211> 4 4 

ffl <212> DNA 



<213> Homo sapiens 
<400> 9 

cgccccgggg ccatcatggc ctatcatgag ccccaggctg gagg 

<210> 10 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 10 

cgccgccacc atgagcccca ggc 

<210> 11 

<211> 22 

<212> DNA 

<213> Homo sapiens 



5 



<400> 11 

ggaatctaga tcaggagtgg ac 



22 



<210> 12 

<211> 865 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> source 

<222> Complement ( {1) (865) ) 
<223> Reversed Complementary 



<400> 12 

tttttttttt tttttttttt tttttttttt tttttaaata aataacctta tttatttatt 60 

tgaccacaaa taaataaata ataaagaata aatgaccaca ttctttaagc cattgtattt 120 

tggagtatct ttgttagtct acaacacttg cctctgtgag tgcagtccag gccctgaagg 180 

cagatggagc catatcccag gctcctggtg gaggaaggtg cagagttcga ggaacctttg 240 

cactcttgtg ccttccctca ggcccaaagc tcctgtagac tcagtctcgt gaccccagag 300 

gtgaaccagg ccctgatgtg ctggtgttca ggtggatggt ttaatgaggg gaggagagtg 360 

gggccctggg gagtggctga ctcttgtttt ctgcggtatt tcctggaacc atccttcagg 420 

agtggacaca gtagagctgg acacttccac tgatccggag ctcccgcagc tgctccaggg 480 

cctgctggtt catgctggtg gcccccagcc cctgcccatt gagcgccagc ttcagccctc 540 

cctcctggaa caggagcagc acctcaaaga atctctgggg gtaaaagagg aagggggctg 600 

agatcagttt cttctgcccc cagcgggaga tccaggccag agttctgtct gcgaaggagg 660 

ccctgagtgt cacaggagca tgggcagcct ggtccctcag gctcacagta aaatgcttcg 720 

gctcttgcaa gaccagtccc cgtactatga tgacctgccc aggcgagaga ccctggggaa 780 

gagcatgtga gcagggcacc tccagcctgg ggctcatcag caggaaagga tgtccagctg 840 

ggtactctct gctgccctcc acaaa 865 



